Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.010 Å; disorder in main residue; R factor = 0.045; wR factor = 0.132; data-to-parameter ratio = 15.1.
In the title compound, (C 12 H 12 NO 2 )[Sn(C 4 H 9 )(C 10 H 6 NO 2 )-Cl 3 ], the Sn atom is coordinated by one O and one N atom of a quinolinium-2-carboxylate anion, three Cl atoms and one butyl ligand within a distorted octahedron. Three C atoms of the butyl ligand are disordered and were refined using a split model; the site occupancies are 0.57 and 0.43. The NH group of the cation is involved in intermolecular N-HÁ Á ÁO hydrogen bonding.
Related literature
For related literature, see: Xie et al. (1991) ; Ma et al. (2006) .
Experimental
Crystal data (C 12 H 12 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Hydrogen-bond geometry (Å , ). Data collection: SMART (Siemens, 1996); cell refinement: SAINT (Siemens, 1996); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997a); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997a); molecular graphics: SHELXTL (Sheldrick, 1997b); software used to prepare material for publication: SHELXTL. 
Refinement
The C-H and N-H H atoms were positioned with idealized geometry and were refined isotropic U iso (H) = 1.5 U eq for methyl H atoms and U iso (H) = 1.2 U eq for all other H atoms using a riding model with with N-H = 0.86 Å and C-H = 0.93, 0.96 and 0.97 Å for aromatic, methyl and methylene H atoms, respectively, The carbon atoms C12, C13, and C14 of the butyl ligand are disordered and were refined using a split model. In the first refinements the site-occupancy factors were refined using fixed isotropic displacement parameters and in the final refinement they were fixed at 0.57 for C12, C13 and C14 and to 0.43 for C12', C13' and C14'. The atoms with higher occupancy were refined anisotropic and those of lower occupancy were refined only isotropic.
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